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a b s t r a c t
Light chain-associated (AL) amyloidosis is characterized by dominant ﬁbril deposition of the variable domain (VL) of an immunoglobulin light chain, and thus its constant domain (CL) has been considered not to be amyloidogenic. We examined the in vitro ﬁbril formation of the isolated CL in
comparison with b2-microglobulin (b2-m), an immunoglobulin domain-like amyloidogenic protein
responsible for dialysis-related amyloidosis. Two methods useful for b2-m at neutral pH also
induced amyloid ﬁbrils of CL, which were monitored by thioﬂavin-T binding and electron microscopy (EM). These results suggest that CL plays an important role, more than previously assumed,
in the development of AL-amyloidosis.
Ó 2010 Federation of European Biochemical Societies. Published by Elsevier B.V. All rights reserved.

1. Introduction
The deposition of amyloid ﬁbrils in extra- and intracellular
spaces is associated with various amyloidoses, including Alzheimer’s disease (AD), Parkinson’s, and Huntington’s diseases and
dialysis-related amyloidosis [1–4]. Among them, amyloidogenic
light chain (AL) –amyloidosis is one of the most extensively studied
diseases with respect to the molecular mechanism of the formation
of amyloid ﬁbrils [5–8]. The precursor protein of AL-amyloidosis is
a monoclonal immunoglobulin light chain, which in its native form
has a tertiary structure rich in b-sheets. AL-amyloidosis is produced by the neoplastic expansion of plasma B-cells that secrete
large amounts of monoclonal light chain that aggregate as truncated proteins in extracellular amyloid deposits, causing organ
dysfunction and death [9]. Mutation induced decrease in the stability of variable domain (VL) has been suspected to be the main factor in the increased amyloidogenicity [5,6].
The main component of the ﬁbrils is VL and a varying part of the
constant domain (CL) and, rarely, full-length light chains, suggest-
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SDS, sodium dodecyl sulfate; TFE, triﬂuoroethanol; ThT, thioﬂavin-T
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ing that VL is amyloidogenic and that an impaired proteolytic
cleavage occurs after deposition because of its structural ﬂexibility.
However, several cases have been reported that amyloid deposits
dominantly comprised of CL [10,11]. It has been suggested that,
while CL is usually susceptible to proteolysis after or during deposition, high susceptibility of VL and core ﬁbril formation can lead to
the dominant deposition of CL [10]. Although these results suggest
that CL potentially contributes to the development of AL-amyloidosis, the roles of CL in the formation of amyloid ﬁbrils and in
AL-amyloidosis have not been clearly understood. In fact, no
in vitro ﬁbril formation of the isolated CL has been reported and instead, the isolated CL has been used as a model protein with no
amyloidogenicity [12].
Here, we focus on a high similarity of CL with b2-microglobulin
(b2-m), a highly amyloidogenic protein responsible for dialysis-related amyloidosis [4]. Among various immunoglobulin domains, CL
exhibits the highest homology to b2-m with 21% identity and 42%
similarity in amino acid sequence on the basis of the sequence
alignment generated by CulstalW2 [13] (Supplementary Fig. S1).
In this study, we compared the in vitro ﬁbril formation of CL of
j-type human light chain with that of b2-m. We used two methods
established to be useful for inducing amyloid ﬁbrils of b2-m at neutral pH: i.e., ultrasonication-induced ﬁbril formation [14,15], and
agitation-induced ﬁbril formation [16,17]. Ultrasonication-induced
ﬁbrillation was performed in the presence of 0.5 mM sodium
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dodecyl sulfate (SDS) [18], or 20% (v/v) triﬂuoroethanol (TFE) [19]
at 37 °C. Previously, for agitation-induced ﬁbril formation, we employed mild agitation at 37 °C in the presence of a high concentration of NaCl to induce aggregates followed by heating up the
solution to 90 °C [17]. In this study, we found that only drastic agitation at 37 °C in the presence of NaCl or NaClO4 is sufﬁcient to induce ﬁbrils. Under these conditions, CL formed ﬁbrils prominently,
suggesting that CL has a strong potential to form ﬁbrils and to contribute markedly to the development of AL-amyloidosis.
2. Materials and methods
2.1. Materials
Recombinant human b2-m was expressed with an Escherichia
coli expression system and puriﬁed as described previously [20].
Isolated DNA encoding human type j CL domain was cloned into
an E. coli expression vector, pAED4 [21] and expressed in BL21
(DE3) pLysS cells (Agilent Technologies, La Jolla, CA). The produced
protein was accumulated in inclusion bodies as reported previously [22]. The expressed CL domain consists of 106 residues, the
sequence of which is shown in Supplementary Fig. S1. Inclusion
body from 1.6 L culture was resuspended in 3 ml of 100 mM
Tris–HCl (pH 8.5) and solubilized by the addition of 0.6 g of solid
guanidine hydrochloride (Gdn-HCl). The crude CL was puriﬁed
over a Superdex-75 column (GE Healthcare, Waukesha, WI) preequilibrated with 6 M urea in 10 mM Tris–HCl (pH 8.5), and then
reduced with 20 mM dithiothreitol (DTT), followed by dialysis
against 10 mM Tris–HCl (pH 8.5) with 6 M urea at 4 °C for air oxidation for >48 h. The oxidized sample was dialyzed against 10 mM
Na-acetate (pH 4.7) and puriﬁed using a Resource S cation-exchange column (GE Healthcare) equilibrated with 10 mM Na-acetate (pH 4.7). Concentrations of monomeric CL and b2-m were
determined using a molar extinction coefﬁcient of 10 950 M1
cm1 and 19 300 M1 cm1 at 280 nm, respectively, which were
determined on the basis of amino acid composition [23].
2.2. Ultrasonication-induced formation of ﬁbrils
A protein solution was ultrasonicated by using a water bathtype ultrasonic transmitter with temperature controller (ELESTEIN
SP070-PG-M, Elekon, Tokyo, Japan) [14]. The frequency of the
instrument was 17–20 kHz and the power output was set to deliver a maximum of 350 W. Reaction mixtures were ultrasonicated
from three directions (i.e. from two sides and from the bottom)
for 1 min and then incubated for 9 min without sonication, a process that was repeated during incubation at 37 °C. The protein concentration was 25 lM, and 0.5 mM SDS or 20% (v/v) TFE was added
to 50 mM sodium phosphate buffer at pH 7.0 containing 100 mM
NaCl.
2.3. Agitation-induced formation of ﬁbrils
Thirty micromolar of CL or b2-m was incubated at 37 °C in a
ﬂat-bottomed insert-capped plastic tube after drastic stirring for
24 h using a Teﬂon-coated microstirring bar. NaCl, Na2SO4 or NaClO4 was added to 50 mM sodium phosphate buffer (pH 7.0).
2.4. ThT assay and light scattering
The formation of amyloid ﬁbrils was monitored by ﬂuorescence
analysis with thioﬂavin-T (ThT). An aliquot of 5 ll was taken from
the reaction tube and mixed with 1.0 ml of 5 lM ThT in 50 mM sodium glycine buffer (pH 8.5). The wavelengths for excitation and
emission were 445 nm and 485 nm, respectively [24]. For light
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scattering, the wavelengths were both set at 350 nm. ThT ﬂuorescence and light scattering were measured using an F-4500 spectroﬂuorometer (Hitachi, Tokyo, Japan) at room temperature.
2.5. EM and CD measurements
Electron microscopy (EM) images were acquired using a JEOL
100CX transmission microscope (JEOL, Tokyo, Japan) with an acceleration voltage of 80 kV. The samples were diluted 10-fold by pure
water or placed directly on carbon-coated copper grids for 1 min
and negatively stained with 2% (w/v) uranyl acetate for 1 min as
described previously [16,17,25]. All CD spectra were measured
on a J-720 spectropolarimeter (Jasco, Tokyo, Japan) at 37 °C after
30 min of preincubation. The pathlength of the cell used for farUV and near-UV CD measurements was 0.1 cm and 1.0 cm, respectively. The protein concentration for far-UV and near-UV CD measurements was 0.1 mg/ml and 0.5 mg/ml, respectively.
3. Results
3.1. Ultrasonication-induced formation of ﬁbrils
Ultrasonication is usually used to induce breakage of preformed
ﬁbrils, thus producing seeds for the propagation of ﬁbrils [26] or
prion particles [27,28]. We previously established that ultrasonication is also useful for inducing ﬁbrils in solution of b2-m monomers
at acidic or neutral pH [14,15]. At neutral pH, native b2-m resists to
ﬁbril formation in vitro, although the ﬁbrils are formed at neutral
pH in patients [4]. Yamamoto et al. [18] established that the presence of 0.5 mM SDS induces ﬁbril formation probably by facilitating partial denaturation and aggregate formation of b2-m.
Alternatively, Yamamoto et al. [19] showed that 20% (v/v) TFE is
useful for inducing amyloid ﬁbrils of b2-m. Combining these promoting effects was shown to be effective for inducing amyloid ﬁbrils [14].
In this study, we examined the ultrasonication-induced formation of ﬁbrils of CL in comparison with that of b2-m at pH 7.0 and
37 °C in the presence of 0.5 mM SDS or 20% (v/v) TFE. As for b2-m,
ThT ﬂuorescence increased after 4–6 h of lag time in the presence
of 0.5 mM SDS or 20% (v/v) TFE (Fig. 1B), and this result is consistent with previous studies [14]. In the case of CL, ThT ﬂuorescence
increased after 3–4 h of lag time in the presence of 0.5 mM SDS or
20% (v/v) TFE (Fig. 1A). In the case of b2-m, the ﬁnal ThT ﬂuorescence intensities were 3-fold higher. The formation of amyloid ﬁbrils was conﬁrmed by EM, revealing that the morphology varies
depending on the solvent conditions. In the presence of 0.5 mM
SDS, the short ﬁbrils with diameters of 10–20 nm were formed
from both CL and b2-m (Fig. 2A and B). The formation of short ﬁbrils is expected because the ultrasonication tends to break the ﬁbrils making relatively homogenous short ﬁbrils [14,15]. In 20% (v/
v) TFE, CL formed crumbs of ﬁbrils with diameters of 20–40 nm
and b2-m formed short rod-like ﬁbrils with diameters of 10–
25 nm (Fig. 2C and D).
To address the effects of SDS and TFE in promoting the formation of ﬁbrils, secondary and tertiary structures of intact proteins
under the respective conditions were monitored by far-UV and
near-UV CD spectra, respectively. In the presence of 0.5 mM SDS,
the far-UV CD spectra of both CL and b2-m were similar to those
of the native conformations (Fig. 3A and C). On the other hand,
the near-UV CD spectra were different between the two (Fig. 3B
and D), indicating that, although 0.5 mM SDS did not change the
secondary structure of CL and b2-m drastically, the effects on the
tertiary structure of CL is most likely to be more extensive than
that of b2-m. As for 20% (v/v) TFE, for both of CL and b2-m, the
far-UV CD spectra showed destruction of the native structure and
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Fig. 1. Ultrasonication-induced formation of ﬁbrils monitored by ThT ﬂuorescence. Time course of the ﬁbril extension of CL (A) or b2-m (B), in the presence of 0.5 mM SDS
(d), or 20% (v/v) TFE (N). CL or b2-m at 25 lM was ultrasonicated at pH 7.0 and 37 °C.

Fig. 2. EM images of ultrasonication-induced ﬁbrils. The amyloid ﬁbrils formed in
the presence of 0.5 mM SDS from CL (A) or b2-m (B). The ﬁbrils formed in the
presence of 20% (v/v) TFE from CL (C) or b2-m (D). The samples were ultrasonicated
for 12 h at 37 °C. The magniﬁcation was 30 000 and scale bars represent 100 nm.

formation of partial a-helical structure (Fig. 3A and C). The nearUV CD spectra of CL and b2-m indicated the destruction of the native structure (Fig. 3B and D), consistent with the stabilization of
the a-helix-dominated conformation in the presence of TFE
[29,30]. These results suggest that CL is more sensitive to solvent-dependent denaturation than b2-m. In addition, thermal
unfolding curves of CL and b2-m monitored by CD clearly indicated
that b2-m is more stable than CL (Fig. 3C inset). The Gdn-HCl-induced unfolding curves of CL [31] and b2-m [32] were reported
previously, and are also consistent with these results.
3.2. Agitation-induced formation of ﬁbrils
b2-m ﬁbrils were also formed by mild agitation and heating in
the presence of 1.0 M NaCl at pH 7.0 [17]. In this study, we found
that both b2-m and CL form amyloid ﬁbrils by only drastic agitation at 37 °C. We examined the agitation-induced formation of ﬁbrils in the presence of NaCl, Na2SO4, and NaClO4. Fig. 4A and B
shows ThT ﬂuorescence after 24 h of agitation at various salt concentrations for CL and b2-m, respectively. As for CL, in the presence
of NaClO4 or NaCl, ThT ﬂuorescence increased with an increase in

the salt concentration and a marked increase was observed at
1.0 M NaClO4. On the other hand, Na2SO4 showed a bell-shaped
pattern, suggesting that high concentrations of Na2SO4 induce
aggregation in non-amyloid form, because sulfate ions increase
the hydrophobic interactions among protein molecules. The
Na2SO4-induced aggregation might be similar to those formed
upon ammonium sulfate precipitation during protein puriﬁcation.
As for b2-m, NaClO4 and NaCl exhibited a promoting effect on ﬁbril
formation monitored by ThT ﬂuorescence. As for b2-m, NaClO4,
Na2SO4 and NaCl exhibited a promoting effect on ﬁbril formation
monitored by ThT ﬂuorescence (Fig. 4D). While the dependence
on salt concentration was not clear for NaClO4 and Na2SO4, NaCl
showed a marked effect at 1.0 M (Fig. 4B).
To understand the role of electrostatic interactions and the effect of ionic co-solutes, especially anions, on amyloid formation,
Raman et al. [33] investigated the effects of various salts on the ﬁbril growth of b2-m at pH 2.5. Under acidic conditions, where the
monomeric b2-m is disordered, various salts exhibited characteristic bell-shaped dependence with an optimal concentration, where
ﬁbril growth is favored. The presence of salts leads to an increase in
hydrophobicity of the protein as reported for 8-anilinonaphthalene-1-sulfonic acid, indicating that the anion binding leads to
the necessary electrostatic and hydrophobic balance critical for
amyloid formation. However, high concentrations of salts tilt the
balance towards high hydrophobicity, leading to the partition of
protein to amorphous aggregates. The order of anions based on



the optimal concentration was SO2
4 > ClO4 > I > Cl , consistent
with the order of their electroselectivity series [34], suggesting that
preferential anion binding, rather than general ionic strength effect, plays an important role in the amyloid ﬁbril growth. Klement
et al. [35] examined the effects of salt ions on the aggregation
propensity of Alzheimer’s Ab(1–40) and on the structure of the dissolved and of the ﬁbrillar peptide. The salt-dependent aggregation
was different from that of b2-m and depended on direct interactions between ions and peptides, correlating with ion-induced
change of the surface tension. These results suggest the presence
of various ways in which salts affect aggregation and ﬁbril formation of proteins. On the other hand, at pH 7.0, where both b2-m and
CL form the native structure, destabilizing the native structure is
likely more important than the counterion binding, thus chaotropic
effects of NaClO4 is strongest, leading to a series of effectiveness:
NaClO4 > NaCl > Na2SO4.
Fig. 4C and D shows the time course of ThT ﬂuorescence in the
presence of 0.5 M of salt for CL and b2-m, respectively. As for CL in
NaCl and Na2SO4, the ﬂuorescence increased after about 3 h of lag
time and saturated within 12–14 h. With NaClO4, the ﬂuorescence
increased faster and saturated within 3 h. In contrast, as for b2-m,
ThT ﬂuorescence increased slowly except for Na2SO4 and the
ﬂuorescence values were smaller than those of CL, indicating that
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Fig. 3. Far-UV and near-UV CD spectra of intact proteins before ultrasonication treatment. Far-UV CD spectra of intact CL (A) and b2-m (C). Near-UV CD spectra of intact CL (B)
and b2-m (D). Samples were incubated at 37 °C without ultrasonication in sodium phosphate buffer containing 100 mM NaCl at pH 7.0 (bold line), in the presence of 0.5 mM
SDS (dashed line) or 20% (v/v) TFE (thin line). The thermal unfolding curves of CL (bold line) and b2-m (thin line) monitored at 210 nm and 220 nm, respectively, are presented
in the inset of (C).

agitation induced the formation of CL ﬁbrils more effectively than
that of b2-m.
The morphology of the ﬁbrils was examined by EM. In the presence of 0.5 M NaCl, CL formed loosely twisted straight ﬁbrils with
diameters of 5-35 nm, which were bundles of thin ﬁbrils (Fig. 5A).

b2-m formed bundles of long ﬁbrils with diameters of 5–10 nm
(Fig. 5B). In the presence of 0.5 M NaClO4, both CL and b2-m
formed straight ﬁbrils with diameters of 5–30 nm (Fig. 5E and F).
On the other hand, the morphology of ﬁbrils was distinct in
0.5 M Na2SO4. CL formed crumbs of short ﬁbrils and b2-m formed

Fig. 4. Agitation-induced formation of ﬁbrils monitored by ThT ﬂuorescence. The increases of ThT ﬂuorescence of CL (A) and b2-m (B) after 24 h of agitation at 37 °C were
compared at various concentrations of salts (in the presence of NaCl (d), Na2SO4 (j), and NaClO4 (4)). The measurements were performed three times and the error bars
depict the standard deviation of the mean. The time course of the ﬁbril extension of CL (C) and b2-m (D), in the presence of 0.5 M NaCl (d), Na2SO4 (j), and NaClO4 (4).
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Fig. 5. EM images of the agitation-induced ﬁbrils. The amyloid ﬁbrils formed in the
presence of 0.5 M NaCl from CL (A) or b2-m (B). The ﬁbrils formed in the presence of
0.5 M Na2SO4 from CL (C) or b2-m (D). The ﬁbrils formed in the presence of 0.5 M
NaClO4 from CL (E) or b2-m (F). The samples were agitated for 24 h at 37 °C. The
magniﬁcation was 30 000; scale bars represent 100 nm.

protoﬁbrils with diameter of 5 nm (Fig. 5C and D), which might be
related with the low intensity of ThT ﬂuorescence.
4. Discussion
AL-amyloidosis is usually characterized by the amyloid deposits
of VL domain. The cases that amyloid deposits dominantly comprised of CL [10,11] suggested that, although the CL can also form
amyloid ﬁbrils, they are usually exposed to solvent and susceptible
to proteolysis after or during deposition [10]. However, no in vitro
ﬁbril formation of the isolated CL has been reported.
We succeeded in forming amyloid ﬁbrils of CL under the same
conditions as used for the ﬁbrils of b2-m at neutral pH. To form
the ﬁbrils, we used two methods established to be useful for b2m. One is ultrasonication-induced ﬁbril formation and the other
is agitation-induced ﬁbril formation in the presence of salts. As
for the agitation-induced ﬁbril formation, we used a method further developed on the basis of the salt/heat-induced ﬁbril formation established by Sasahara et al. [17], which needs 24 h of mild
agitation at 37 °C and subsequent heating to 90 °C. We found that
both CL and b2-m form amyloid ﬁbrils only by drastic agitation at
37 °C in the presence of 0.25–1.0 M of NaCl and NaClO4, and incubation. However, ﬁbril formation in Na2SO4 was less effective than
in other salts probably because high concentrations of Na2SO4 induce precipitation of the proteins in their native conformation as
expected for the ammonium sulfate precipitation of proteins during puriﬁcation.

One of the most important aims of this study is comparing the
amyloidogenicity of CL and b2-m. As for the ultrasonication-induced ﬁbril formation monitored by ThT assay, b2-m forms ﬁbrils
more effectively than CL. On the other hand, as for the high salt-induced ﬁbril formation, the situation seems opposite. Although ThT
binding is an important probe for the quantiﬁcation of the amount
of ﬁbrils, it is likely that ThT afﬁnity and ﬂuorescence intensity
vary depending on the morphology of ﬁbrils. This is understandable considering that ThT binds to the speciﬁcally aligned aromatic
groups on the ﬁbrils [36–38]. Moreover, the number of aromatic
residues in the protein sequence directly affects ThT ﬂuorescence
and has to be taken into account in comparative studies. CL contains 1 Trp, 4 Tyr and 4 Phe residues, while b2-m contains 2 Trp,
6 Tyr and 5 Phe residues. This might contribute to the lower ThT
ﬂuorescence intensity of CL ﬁbrils in the case of ultrasonication induced ﬁbril formation, despite the seemingly identical morphology
with b2-m ﬁbrils (Fig. 2). Importantly, when monitored by EM, typical types of ﬁbrils were observed abundantly for both ultrasonication and salt-induced ﬁbrils under various conditions. Thus, we can
conclude that, under adequate conditions, even isolated CL domain
exhibits an amyloidogenicity as high as that of b2-m.
Recently, Feige et al. [12,39] compared the folding and amyloidogenicity of CL and b2-m. They showed that the refolding intermediate of CL exhibits the basic b-barrel topology, yet some strands are
distorted. Two short strand-connecting helices conserved in constant antibody domains (Supplementary Fig. S1) assume their completely native structure already in the intermediate, thus providing
a scaffold for adjacent strands. By transplanting these helical elements of CL into b2-m, they drastically reduced the amyloidogenicity of b2-m. They propose that minor structural differences in an
intermediate can shape the folding landscape decisively to favor
either folding or misfolding. However, the signiﬁcant amyloidogenicity of CL observed here prompts us to reconsider the role of CL
in AL-amyloidosis. Although amyloidogenicity under particular
conditions was not high, it is possible that amyloidogenicity increases under another conditions, as observed for the different
amyloidogenicity of CL and b2-m under distinct conditions. Alternatively, it is still possible that apparent major role of VL in AL-amyloidosis simply results from the susceptibility to protease digestion
after ﬁbril formation of the entire light chain.
Finally, it has been proposed that the amyloid formation is a
generic property of the polypeptide chains [1–4] suggesting that
under proper conditions most of the proteins might form amyloid
ﬁbrils. More recently, amyloidogenic segments are proposed to exist in almost all proteins, although not all proteins form amyloid
[40]. The prominent amyloidogenicity of CL as revealed here argues the importance of reexamination of amyloidogenicity of other
immunoglobulin domains.
Acknowledgements
We thank to Profs. Gunilla Westermark (Linköping University,
Sweden) and Per O. Westermark (Uppsala University, Sweden)
for discussion. Electron micrographs were recorded using a facility
in the Research Center for Ultrahigh Voltage Electron Microscopy,
Osaka University. This work was supported by the Japanese Ministry of Education, Culture, Sports, Science and Technology for Y.G.
and by the Japan Society for Promotion of Science (JSPS) Postdoctoral Fellowship for K.Y. and Y.-H. L. J.K. was supported by Hungarian TéT and OTKA 68464 and 81950.
Appendix A. Supplementary data
Supplementary data associated with this article can be found, in
the online version, at doi:10.1016/j.febslet.2010.06.019.

K. Yamamoto et al. / FEBS Letters 584 (2010) 3348–3353

References
[1] Dobson, C.M. (2003) Protein folding and misfolding. Nature 426, 884–890.
[2] Cohen, F.E. and Kelly, J.W. (2003) Therapeutic approaches to proteinmisfolding diseases. Nature 426, 905–909.
[3] Chiti, F. and Dobson, C.M. (2006) Protein misfolding, functional amyloid, and
human disease. Annu. Rev. Biochem. 75, 333–366.
[4] Yamamoto, S. and Gejyo, F. (2005) Historical background and clinical
treatment of dialysis-related amyloidosis. Biochim. Biophys. Acta 1753, 4–10.
[5] Hurle, M.R., Helms, L.R., Li, L., Chan, W. and Wetzel, R. (1994) A role for
destabilizing amino acid replacements in light-chain amyloidosis. Proc. Natl.
Acad. Sci. USA 91, 5446–5450.
[6] Khurana, R., Gillespie, J.R., Talapatra, A., Minert, L.J., Ionescu-Zanetti, C., Millett, I.
and Fink, A.L. (2001) Partially folded intermediates as critical precursors of light
chain amyloid ﬁbrils and amorphous aggregates. Biochemistry 40, 3525–3535.
[7] Takahashi, N., Hasegawa, K., Yamaguchi, I., Okada, H., Ueda, T., Gejyo, F. and
Naiki, H. (2002) Establishment of a ﬁrst-order kinetic model of light chainassociated amyloid ﬁbril extension in vitro. Biochim. Biophys. Acta 1601, 110–
120.
[8] Bellotti, V., Mangione, P. and Merlini, G. (2000) Review: immunoglobulin light
chain amyloidosis – the archetype of structural and pathogenic variability. J.
Struct. Biol. 130, 280–289.
[9] Gertz, M.A., Lacy, M.Q., Lust, J.A., Greipp, P.R., Witzig, T.E. and Kyle, R.A. (1999)
Phase II trial of high-dose dexamethasone for previously treated
immunoglobulin light-chain amyloidosis. Am. J. Hematol. 61, 115–119.
[10] Solomon, A., Weiss, D.T., Murphy, C.L., Hrncic, R., Wall, J.S. and Schell, M.
(1998) Light chain-associated amyloid deposits comprised of a novel kappa
constant domain. Proc. Natl. Acad. Sci. USA 95, 9547–9551.
[11] Engvig, J.P., Olsen, K.E., Gislefoss, R.E., Sletten, K., Wahlstrom, O. and
Westermark, P. (1998) Constant region of a kappa III immunoglobulin light
chain as a major AL-amyloid protein. Scand. J. Immunol. 48, 92–98.
[12] Feige, M.J., Groscurth, S., Marcinowski, M., Yew, Z.T., Truffault, V., Paci, E.,
Kessler, H. and Buchner, J. (2008) The structure of a folding intermediate
provides insight into differences in immunoglobulin amyloidogenicity. Proc.
Natl. Acad. Sci. USA 105, 13373–13378.
[13] Larkin, M.A., Blackshields, G., Brown, N.P., Chenna, R., McGettigan, P.A.,
McWilliam, H., Valentin, F., Wallace, I.M., Wilm, A., Lopez, R., Thompson, J.D.,
Gibson, T.J. and Higgins, D.G. (2007) Clustal W and Clustal X version 2.0.
Bioinformatics 23, 2947–2948.
[14] Ohhashi, Y., Kihara, M., Naiki, H. and Goto, Y. (2005) Ultrasonication-induced
amyloid ﬁbril formation of b2-microglobulin. J. Biol. Chem. 280, 32843–32848.
[15] Chatani, E., Lee, Y.H., Yagi, H., Yoshimura, Y., Naiki, H. and Goto, Y. (2009)
Ultrasonication-dependent production and breakdown lead to minimumsized amyloid ﬁbrils. Proc. Natl. Acad. Sci. USA 106, 11119–11124.
[16] Sasahara, K., Yagi, H., Naiki, H. and Goto, Y. (2007) Heat-triggered conversion
of protoﬁbrils into mature amyloid ﬁbrils of b2-microglobulin. Biochemistry
46, 3286–3293.
[17] Sasahara, K., Yagi, H., Sakai, M., Naiki, H. and Goto, Y. (2008) Amyloid
nucleation triggered by agitation of b2-microglobulin under acidic and neutral
pH conditions. Biochemistry 47, 2650–2660.
[18] Yamamoto, S., Hasegawa, K., Yamaguchi, I., Tsutsumi, S., Kardos, J., Goto, Y.,
Gejyo, F. and Naiki, H. (2004) Low concentrations of sodium dodecyl sulfate
induce the extension of b2-microglobulin-related amyloid ﬁbrils at a neutral
pH. Biochemistry 43, 11075–11082.
[19] Yamamoto, S., Yamaguchi, I., Hasegawa, K., Tsutsumi, S., Goto, Y., Gejyo, F. and
Naiki, H. (2004) Glycosaminoglycans enhance the triﬂuoroethanol-induced
extension of b2-microglobulin-related amyloid ﬁbrils at a neutral pH. J. Am.
Soc. Nephrol. 15, 126–133.
[20] Chiba, T., Hagihara, Y., Higurashi, T., Hasegawa, K., Naiki, H. and Goto, Y. (2003)
Amyloid ﬁbril formation in the context of full-length protein: effects of proline
mutations on the amyloid ﬁbril formation of b2-microglobulin. J. Biol. Chem.
278, 47016–47024.

3353

[21] Doering, D.S. and Matsudaira, P. (1996) Cysteine scanning mutagenesis at 40
of 76 positions in villin headpiece maps the F-actin binding site and structural
features of the domain. Biochemistry 35, 12677–12685.
[22] Hagihara, Y., Matsuda, T. and Yumoto, N. (2005) Cellular quality control
screening to identify amino acid pairs for substituting the disulﬁde bonds in
immunoglobulin fold domains. J. Biol. Chem. 280, 24752–24758.
[23] Edelhoch, H. (1967) Spectroscopic determination of tryptophan and tyrosine
in proteins. Biochemistry 6, 1948–1954.
[24] Kihara, M., Chatani, E., Sakai, M., Hasegawa, K., Naiki, H. and Goto, Y. (2005)
Seeding-dependent maturation of b2-microglobulin amyloid ﬁbrils at neutral
pH. J. Biol. Chem. 280, 12012–12018.
[25] Yamamoto, K., Yagi, H., Ozawa, D., Sasahara, K., Naiki, H. and Goto, Y. (2008)
Thiol compounds inhibit the formation of amyloid ﬁbrils by b2-microglobulin
at neutral pH. J. Mol. Biol. 376, 258–268.
[26] Naiki, H., Hashimoto, N., Suzuki, S., Kimura, H., Nakakuki, K. and Gejyo, F.
(1997) Establishment of a kinetic model of dialysis-related amyloid ﬁbril
extension in vitro. Amyloid 4, 223–232.
[27] Saborio, G.P., Permanne, B. and Soto, C. (2001) Sensitive detection of
pathological prion protein by cyclic ampliﬁcation of protein misfolding.
Nature 411, 810–813.
[28] Saa, P., Castilla, J. and Soto, C. (2006) Ultra-efﬁcient replication of infectious
prions by automated protein misfolding cyclic ampliﬁcation. J. Biol. Chem.
281, 35245–35252.
[29] Hirota, N., Mizuno, K. and Goto, Y. (1998) Group additive contributions to the
alcohol-induced a-helix formation of melittin: implication for the mechanism
of the alcohol effects on proteins. J. Mol. Biol. 275, 365–378.
[30] Yamaguchi, K., Naiki, H. and Goto, Y. (2006) Mechanism by which the
amyloid-like ﬁbrils of a b2-microglobulin fragment are induced by ﬂuorinesubstituted alcohols. J. Mol. Biol. 363, 279–288.
[31] Goto, Y. and Hamaguchi, K. (1979) The role of the intrachain disulﬁde bond in
the conformation and stability of the constant fragment of the
immunoglobulin light chain. J. Biochem. 86, 1433–1441.
[32] Ohhashi, Y., Hagihara, Y., Kozhukh, G., Hoshino, M., Hasegawa, K., Yamaguchi,
I., Naiki, H. and Goto, Y. (2002) The intrachain disulﬁde bond of b2microglobulin is not essential for the immunoglobulin fold at neutral pH,
but is essential for amyloid ﬁbril formation at acidic pH. J. Biochem. (Tokyo)
131, 45–52.
[33] Raman, B., Chatani, E., Kihara, M., Ban, T., Sakai, M., Hasegawa, K., Naiki, H.,
Rao, Ch.M. and Goto, Y. (2005) Critical balance of electrostatic and
hydrophobic interactions is required for b2-microglobulin amyloid ﬁbril
growth and stability. Biochemistry 44, 1288–1299.
[34] Goto, Y., Takahashi, N. and Fink, A.L. (1990) Mechanism of acid-induced
folding of proteins. Biochemistry 29, 3480–3488.
[35] Klement, K., Wieligmann, K., Meinhardt, J., Hortschansky, P., Richter, W. and
Fandrich, M. (2007) Effect of different salt ions on the propensity of
aggregation and on the structure of Alzheimer’s Ab(1–40) amyloid ﬁbrils. J.
Mol. Biol. 373, 1321–1333.
[36] Biancalana, M., Makabe, K., Koide, A. and Koide, S. (2009) Molecular
mechanism of thioﬂavin-T binding to the surface of b-rich peptide selfassemblies. J. Mol. Biol. 385, 1052–1063.
[37] Wu, C., Biancalana, M., Koide, S. and Shea, J.E. (2009) Binding modes of
thioﬂavin-T to the single-layer b-sheet of the peptide self-assembly mimics. J.
Mol. Biol. 394, 627–633.
[38] Biancalana, M. and Koide, S. (2010) Molecular mechanism of thioﬂavin-T
binding to amyloid ﬁbrils. Biochim. Biophys. Acta 1804, 1405–1412.
[39] Feige, M.J., Hagn, F., Esser, J., Kessler, H. and Buchner, J. (2007) Inﬂuence of the
internal disulﬁde bridge on the folding pathway of the CL antibody domain. J.
Mol. Biol. 365, 1232–1244.
[40] Goldschmidt, L., Teng, P.K., Riek, R. and Eisenberg, D. (2010) Identifying the
amylome, proteins capable of forming amyloid-like ﬁbrils. Proc. Natl. Acad.
Sci. USA 107, 3487–3492.

